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<212> DNA 

<213> Rattus norvegicus 



<220> 

<221> misc_feature 

<222> 2139, 2203, 2253, 2313, 2316, 2428, 2482, 2516, 2532 
<223> n is unknown 

<220> 

<221> misc_feature 

<222> 2546, 2563, 2584, 2594 

<223> n is unknown 



<400> 1 

agtgacagct gtgcgggtgc tgataaggga 
aagcggcagc agaggcagca gcgacagatg 
gggagtgacg cccccacctc gggcccccac 
agtttagaag agcagccgct gccaccacca 
agggaaggac agtagcagtg aggctctggc 
cgagattgtg tgcaaaatca aatttgctga 
aggggatgag cagagcctcc tgggggctgc 
tacctttgcc agcaccagta ctctgcatgg 
tggactgcgc agaaccctgt gggtactggc 
ccaggcagcc agcctggcca ggggctacct 
tgctgcccca gccccagtgg cgggctttcc 
ccggcattcg gcactcagcg atgctgatat 
ccccaaagac cgggatgggc accgtgcagc 
agacatcctc aaccgcactg gccaccagct 
tgggcaccac tgctccgcca gcaacttctc 
caccttcaat gcagatcctc agagttcact 



agccacaagg agacgatcga ggagagagac 60 
cagcgccggg gctgcggagc tgctgggagt 12 0 
cctgtcccca tcctcctcct ggttgccctg 180 
ccactccgga gggcaccagg gctgctgtcc 240 
cagtcccagc agccggggac agatgccgat 3 00 
ggaggatgca aaacccaagg agaaggaggc 3 60 
tcaggggcca gcagcccctc gggacctggc 42 0 
gctgggccgg gcctgtggcc caggccccca 480 
cctactcacc tcactggctg ccttcctgta 540 
gacccggcct cacctggtag ccatggaccc 600 
ggctgtcacc ctctgcaaca tcaaccgctt 660 
cttccacctg gccaatctga cagggctgcc 720 
tggccttcgc tacccagagc ctgacatggt 780 
tgctgacatg ctcaagagct gcaacttcag 840 
tgtggtctat actcgctatg gaaagtgtta 900 
gcccagcagg gcaggcggca tgggtagtgg 960 



cctggagatc atgctagaca tccagcagga 
tgagacatca ttcgaggcag ggatccgggt 
catccaccag ctggggttcg gtgtgtcccc 
acagcggcta acttatctgc cccagccttg 
ggagcctgag cttcagggct actcagccta 
gaaggaggcc gtgcttcagc gctgccactg 
catctgcccg ccaaatatct acattgaatg 
gggctctgag ggcccatgct tctgccctac 
gatctccatg gtcaagatcc ccaacagggg 
ccgcaatgag acctacataa gggaaaactt 
aacctctgaa gccatggaac agcgagctgc 
tgggggacag atgggcctgt tcattggggc 
ctacatctat gaggtctcct gggatcgact 
acttaggacg tccactgggg gcatctccac 
tccctgtcca aatcgaggcc gtgctgaggg 
tcaccacccc cacggccccc caggaagcct 
tgtgtgggga aagtacccat gaaaccccac 
ggcagcccag ggctaaggga aggggtggtg 
tctccctgac ctaggctcag ctgccttgca 
cccaggcagg tgtccaggaa gggctagaga 
gatgaagaga gggaggaagg cggaaccatg 
tagggactgg gtgggggtgg gacacagaca 
acaggatagt cagggtccca accctaatgg 
ttgggctggt tctacttccc tctttccagg 
ggcccatcag gcctggccca gctcccantt 
ttcgtgggga gtgggtggaa anacctttca 
tggccttctc angccttgct ccctanagac 
atcnagagac cccnagaaaa aaaaaaaaaa 



ggaataccta cccatatgga gggagacaaa 1020 
gcagatccac agccaggagg agcctcccta 1080 
aggcttccag acttttgtgt cctgccagga 1140 
gggcaactgc cgggcggaaa gcaagctcag 12 00 
tagtgtgtct gcctgccgac tgcgctgtga 1260 
ccggatggtg cacatgccag gcaatgagac 1320 
tgccgaccac acactggact ccctgggtgg 1380 
accctgcaac ctgactcgtt acggcaaaga 1440 
ctctgccagg tacctggcga ggaagtacaa 1500 
cttggtcctg gatgtcttct ttgaggccct 1560 
ctatggtctg tcagccttgc tgggggacct 1620 
tagcatcctc accttgctgg agatccttga 1680 
caagagggtg tggcgacggc ccaagacccc 1740 
tttggggctg caggaactga aggaacagag 1800 
tggtggggct agcaacctgc ttcccaacca 1860 
ctttgaaaac tttgcttgct aggatggtgc 1920 
actctcctat tcctgggaca gaaggtctgg 1980 
ctcactgaaa ggccaggact agggtcctgc 2040 
caagaatcct tcttgtccat actccctgct 2100 
ccggactang aggcccctga ggaggggagg 2160 
gtagagcccc tcngtacatt tgtatatatt 2220 
tanaaggttt gggctgcagg ggagggtgac 22 8 0 
canaangcaa ctccttggga cctaggcatg 2340 
cccagctccc tcttggcatg gggagtgggt 2400 
ccccctgtac cagccccacc acaagttccc 2460 
gaccttggct aagcttatgg ggaganggag 252 0 
tggttttata aantgctggt gaacttggga 2580 
aaaaaaaaaa aa 2622 



<210> 2 

<211> 539 

<212> PRT 

<213> Rattus norvegicus 



<400> 2 

Met Pro lie Glu 
1 

Lys Pro Lys Glu 
20 

Ala Gin Gly Pro 
35 

Ser Thr Leu His 
50 

Leu Arg Arg Thr 
65 

Phe Leu Tyr Gin 



His Leu Val Ala 
100 



He Val Cys Lys 
5 

Lys Glu Ala Gly 



Ala Ala Pro Arg 
40 

Gly Leu Gly Arg 
55 

Leu Trp Val Leu 
70 

Ala Ala Ser Leu 
85 

Met Asp Pro Ala 



He Lys Phe Ala 
10 

Asp Glu Gin Ser 
25 

Asp Leu Ala Thr 



Ala Cys Gly Pro 
60 

Ala Leu Leu Thr 
75 

Ala Arg Gly Tyr 
90 

Ala Pro Ala Pro 
105 



Glu Glu Asp Ala 
15 

Leu Leu Gly Ala 
30 

Phe Ala Ser Thr 
45 

Gly Pro His Gly 



Ser Leu Ala Ala 
80 

Leu Thr Arg Pro 
95 

Val Ala Gly Phe 
110 



Pro Ala Val Thr Leu Cys Asn He Asn Arg Phe Arg His Ser Ala Leu 
115 120 125 



Ser Asp Ala Asp He Phe His Leu 
130 135 

Lys Asp Arg Asp Gly His Arg Ala 
145 150 

Asp Met Val Asp He Leu Asn Arg 
165 



Ala Asn Leu Thr Gly Leu Pro Pro 
140 

Ala Gly Leu Arg Tyr Pro Glu Pro 

155 160 

Thr Gly His Gin Leu Ala Asp Met 
170 175 



Leu Lys Ser Cys Asn Phe Ser Gly His His Cys Ser Ala Ser Asn Phe 
180 185 190 

Ser Val Val Tyr Thr Arg Tyr Gly Lys Cys Tyr Thr Phe Asn Ala Asp 
195 200 205 

Pro Gin Ser Ser Leu Pro Ser Arg Ala Gly Gly Met Gly Ser Gly Leu 
210 215 220 



Glu He Met Leu Asp He Gin Gin Glu Glu Tyr Leu Pro He Trp Arg 
225 230 235 240 

Glu Thr Asn Glu Thr Ser Phe Glu Ala Gly He Arg Val Gin He His 
245 250 255 

Ser Gin Glu Glu Pro Pro Tyr He His Gin Leu Gly Phe Gly Val Ser 
260 265 270 

Pro Gly Phe Gin Thr Phe Val Ser Cys Gin Glu Gin Arg Leu Thr Tyr 
275 280 285 

Leu Pro Gin Pro Trp Gly Asn Cys Arg Ala Glu Ser Lys Leu Arg Glu 
290 295 300 

Pro Glu Leu Gin Gly Tyr Ser Ala Tyr Ser Val Ser Ala Cys Arg Leu 
305 310 315 320 

Arg Cys Glu Lys Glu Ala Val Leu Gin Arg Cys His Cys Arg Met Val 
325 330 335 

His Met Pro Gly Asn Glu Thr He Cys Pro Pro Asn He Tyr He Glu 
340 345 350 

Cys Ala Asp His Thr Leu Asp Ser Leu Gly Gly Gly Ser Glu Gly Pro 
355 360 365 

Cys Phe Cys Pro Thr Pro Cys Asn Leu Thr Arg Tyr Gly Lys Glu He 
370 375 380 

Ser Met Val Lys He Pro Asn Arg Gly Ser Ala Arg Tyr Leu Ala Arg 
385 390 395 400 

Lys Tyr Asn Arg Asn Glu Thr Tyr He Arg Glu Asn Phe Leu Val Leu 
405 410 415 



Asp Val Phe Phe 
420 

Ala Tyr Gly Leu 
435 

Leu Phe He Gly 
450 

He Tyr Glu Val 
465 

Lys Thr Pro Leu 



Gin Glu Leu Lys 
500 

Gly Gly Gly Ala 
515 

Pro Pro Gly Ser 
530 




Glu Ala Leu Thr 



Ser Ala Leu Leu 
440 

Ala Ser He Leu 
455 

Ser Trp Asp Arg 
470 

Arg Thr Ser Thr 
485 

Glu Gin Ser Pro 



Ser Asn Leu Leu 
520 

Leu Phe Glu Asn 
535 



Ser Glu Ala Met 
425 

Gly Asp Leu Gly 



Thr Leu Leu Glu 
460 

Leu Lys Arg Val 
475 

Gly Gly He Ser 
490 

Cys Pro Asn Arg 
505 

Pro Asn His His 



Phe Ala Cys 




Glu Gin Arg Ala 
430 

Gly Gin Met Gly 
445 

He Leu Asp Tyr 



Trp Arg Arg Pro 
480 

Thr Leu Gly Leu 
495 

Gly Arg Ala Glu 
510 

His Pro His Gly 
525 



<210> 3 

<211> 526 

<212> PRT 

<213> Rattus norvegicus 



<400> 3 

Met Glu Leu Lys 

1 

Ser He Gin Ala 
20 

He Phe Ser Tyr 
35 

Cys Phe Leu Gly 
50 

Val Gin Tyr Tyr 
65 

Ala Ala Ser Gin 



Glu Phe Arg Phe 
100 

Glu Leu Leu Ala 
115 

Met Ala Asp Glu 



Thr Glu Glu Glu 
5 

Phe Ala Ser Ser 



Glu Arg Leu Ser 
40 

Ser Leu Ala Val 
55 

Phe Cys Tyr His 
70 

Leu Thr Phe Pro 
85 

Ser Gin Val Ser 



Leu Leu Asn Asn 
120 

Lys Gin Leu Glu 



Glu Val Gly Gly 
10 

Ser Thr Leu His 
25 

Leu Lys Arg Ala 



Leu Leu Cys Val 
60 

His Val Thr Lys 
75 

Ala Val Thr Leu 
90 

Lys Asn Asp Leu 
105 

Arg Tyr Glu He 



He Leu Gin Asp 



Val Gin Pro Val 
15 

Gly Leu Ala His 
30 

Leu Trp Ala Leu 
45 

Cys Thr Glu Arg 



Leu Asp Glu Val 
80 

Cys Asn Leu Asn 
95 

Tyr His Ala Gly 
110 

Pro Asp Thr Gin 
125 

Lys Ala Asn Phe 



130 135 140 

Arg Ser Phe Lys Pro Lys Pro Phe Asn Met Arg Glu Phe Tyr Asp Arg 
145 150 155 160 

Ala Gly His Asp He Arg Asp Met Leu Leu Ser Cys His Phe Arg Gly 
165 170 175 

Glu Ala Cys Ser Ala Glu Asp Phe Lys Val Val Phe Thr Arg Tyr Gly 
180 185 190 

Lys Cys Tyr Thr Phe Asn Ser Gly Gin Asp Gly Arg Pro Arg Leu Lys 
195 200 205 

Thr Met Lys Gly Gly Thr Gly Asn Gly Leu Glu He Met Leu Asp He 
210 215 220 

Gin Gin Asp Glu Tyr Leu Pro Val Trp Gly Glu Thr Asp Glu Thr Ser 
225 230 235 240 

Phe Glu Ala Gly He Lys Val Gin He His Ser Gin Asp Glu Pro Pro 
245 250 255 

Phe He Asp Gin Leu Gly Phe Gly Val Ala Pro Gly Phe Gin Thr Phe 
260 265 270 

Val Ser Cys Gin Glu Gin Arg Leu He Tyr Leu Pro Ser Pro Trp Gly 
275 280 285 

Thr Cys Asn Ala Val Thr Met Asp Ser Asp Phe Phe Asp Ser Tyr Ser 
290 295 300 

He Thr Ala Cys Arg He Asp Cys Glu Thr Arg Tyr Leu Val Glu Asn 
305 310 315 320 

Cys Asn Cys Arg Met Val His Met Pro Gly Asp Ala Pro Tyr Cys Thr 
325 330 335 

Pro Glu Gin Tyr Lys Glu Cys Ala Asp Pro Ala Leu Asp Phe Leu Val 
340 345 350 

Glu Lys Asp Gin Glu Tyr Cys Val Cys Glu Met Pro Cys Asn Leu Thr 
355 360 365 

Arg Tyr Gly Lys Glu Leu Ser Met Val Lys He Pro Ser Lys Ala Ser 
370 375 380 

Ala Lys Tyr Leu Ala Lys Lys Phe Asn Lys Ser Glu Gin Tyr He Gly 
385 390 395 400 

Glu Asn He Leu Val Leu Asp He Phe Phe Glu Val Leu Asn Tyr Glu 
405 410 415 

Thr He Glu Gin Lys Lys Ala Tyr Glu He Ala Gly Leu Leu Gly Asp 
420 425 430 

He Gly Gly Gin Met Gly Leu Phe He Gly Ala Ser He Leu Thr Val 



435 440 445 

Leu Glu Leu Phe Asp Tyr Ala Tyr Glu Val lie Lys His Arg Leu Cys 
450 455 460 

Arg Arg Gly Lys Cys Gin Lys Glu Ala Lys Arg Ser Ser Ala Asp Lys 
465 470 475 480 

Gly Val Ala Leu Ser Leu Asp Asp Val Lys Arg His Asn Pro Cys Glu 
485 490 495 

Ser Leu Arg Gly His Pro Ala Gly Met Thr Tyr Ala Ala Asn He Leu 
500 505 510 

Pro His His Pro Ala Arg Gly Thr Phe Glu Asp Phe Thr Cys 
515 520 525 



<210> 4 
<211> 26 
<212> DNA 

<213> Rattus norvegicus 
<400> 4 

tagcagtgag gctctggcca gtccca 



<210> 5 
<211> 25 
<212> DNA 

<213> Rattus norvegicus 
<400> 5 

ccagaccttc tgtcccagga atagg 



<210> 6 
<211> 25 
<212> DNA 

<213> Rattus norvegicus 
<400> 6 

gacctggcta cctttgccag caeca 



<210> 7 
<211> 25 
<212> DNA 

<213> Rattus norvegicus 
<400> 7 

atatgggtag gtattcctcc tgctg 



<210> 8 
<211> 24 



<212> DNA 

<213> Rattus norvegicus 
<220> 

<221> misc_feature 
<222> (3, 9, 18, 21) 
<223> n is i 

<400> 8 24 
mgntaygsna argarhtntc natg 



<210> 9 
<211> 21 
<212> DNA 

<213> Rattus norvegicus 
<220> 

<221> misc_feature 

<222> (1, 4, 7, 10, 16, 19) 

<223> n is i 

<400> 9 

nywngcnccn atraanarnc c 



<210> 10 
<211> 8 
<212> PRT 

<213> Rattus norvegicus 
<220> 

<221> SITE 
<222> (3) 

<223> Xaa is Gly or Ala 
<220> 

<221> SITE 
<222> (6) 

<223> Xaa is He or Leu 
<400> 10 

Arg Tyr Xaa Lys Glu Xaa Ser Met 
1 5 



<210> 11 
<211> 8 
<212> PRT 

<213> Rattus norvegicus 
<220> 

<221> SITE 
<222> (8) 

<223> Xaa is He or Leu 



<400> 11 

Gly Leu Phe He Gly Ala Ser Xaa 
1 5 



<210> 12 
<211> 533 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Sequence source 
uncertain 

<400> 12 

Met Lys Pro Arg Ser Gly Leu Glu Glu Ala Gin Arg Arg Gin Ala Ser 
15 10 15 

Asp He Arg Val Phe Ala Ser Ser Cys Thr Met His Gly Leu Gly His 
20 25 30 

He Phe Gly Pro Gly Gly Leu Thr Leu Arg Arg Gly Leu Trp Ala Thr 
35 40 45 

Ala Val Leu Leu Ser Leu Ala Ala Phe Leu Tyr Gin Val Ala Glu Arg 
50 55 60 

Val Arg Tyr Tyr Gly Glu Phe His His Lys Thr Thr Leu Asp Glu Arg 
65 70 75 80 

Glu Ser His Gin Leu Thr Phe Pro Ala Val Thr Leu Cys Asn He Asn 
85 90 95 

Pro Leu Arg Arg Ser Arg Leu Thr Pro Asn Asp Leu His Trp Ala Gly 
100 105 HO 

Thr Ala Leu Leu Gly Leu Asp Pro Ala Glu His Ala Ala Tyr Leu Arg 
115 120 125 

Ala Leu Gly Gin Pro Pro Ala Pro Pro Gly Phe Met Pro Ser Pro Thr 
130 135 140 

Phe Asp Met Ala Gin Leu Tyr Ala Arg Ala Gly His Ser Leu Glu Asp 
145 150 155 160 

Met Leu Leu Asp Cys Arg Tyr Arg Gly Gin Pro Cys Gly Pro Glu Asn 
165 170 175 

Phe Thr Val He Phe Thr Arg Met Gly Gin Cys Tyr Thr Phe Asn Ser 
180 185 190 

Gly Ala His Gly Ala Glu Leu Leu Thr Thr Pro Lys Gly Gly Ala Gly 
!95 200 205 

Asn Gly Leu Glu He Met Leu Asp Val Gin Gin Glu Glu Tyr Leu Pro 
210 215 220 



He Trp Lys Asp Met Glu Glu Thr Pro Phe Glu Val Gly He Arg Val 

225 230 235 240 

Gin He His Ser Gin Asp Glu Pro Pro Ala He Asp Gin Leu Gly Phe 
245 250 255 

Gly Ala Ala Pro Gly His Gin Thr Phe Val Ser Cys Gin Gin Gin Gin 
260 265 270 

Leu Ser Phe Leu Pro Pro Pro Trp Gly Asp Cys Asn Thr Ala Ser Leu 
275 280 285 

Asp Pro Asp Asp Phe Asp Pro Glu Pro Ser Asp Pro Leu Gly Ser Pro 
290 295 300 

Arg Pro Arg Pro Ser Pro Pro Tyr Ser Leu He Gly Cys Arg Leu Ala 
305 310 315 320 

Cys Glu Ser Arg Tyr Val Ala Arg Lys Cys Gly Cys Arg Met Met His 
325 330 335 

Met Pro Gly Asn Ser Pro Val Cys Ser Pro Gin Gin Tyr Lys Asp Cys 
340 345 350 

Ala Ser Pro Ala Leu Asp Ala Met Leu Arg Lys Asp Thr Cys Val Cys 
355 360 365 

Pro Asn Pro Cys Ala Thr Thr Arg Tyr Ala Lys Glu Leu Ser Met Val 
370 375 380 

Arq He Pro Ser Arg Ala Ser Ala Arg Tyr Leu Ala Arg Lys Tyr Asn 
3 85 390 395 400 

Arg Ser Glu Ser Tyr He Thr Glu Asn Val Leu Val Leu Asp He Phe 
405 410 415 

Phe Glu Ala Leu Asn Tyr Glu Ala Val Glu Gin Lys Ala Ala Tyr Glu 
420 425 430 

Val Ser Glu Leu Leu Gly Asp He Gly Gly Gin Met Gly Leu Phe He 
435 440 445 

Gly Ala Ser Leu Leu Thr He Leu Glu He Leu Asp Tyr Leu Cys Glu 
450 455 460 

Val Phe Gin Asp Arg Val Leu Gly Tyr Phe Trp Asn Arg Arg Ser Ala 
465 470 475 480 

Gin Lys Arg Ser Gly Asn Thr Leu Leu Gin Glu Glu Leu Asn Gly His 
485 490 495 

Arg Thr His Val Pro His Leu Ser Leu Gly Pro Arg Pro Pro Thr Thr 
500 505 510 

Pro Cys Ala Val Thr Lys Thr Leu Ser Ala Ser His Arg Thr Cys Tyr 
515 520 525 



Leu Val Thr Arg Leu 
530 



<210> 13 

<211> 512 

<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Sequence source 
uncertain 

<400> 13 

Met Glu Ala Gly Ser Glu Leu Asp Glu Gly Asp Asp Ser Pro Arg Asp 
! 5 10 15 

Leu Val Ala Phe Ala Asn Ser Cys Thr Leu His Gly Ala Ser His Val 
20 25 30 

Phe Val Glu Gly Gly Pro Gly Pro Arg Gin Ala Leu Trp Ala Val Ala 
35 40 45 

Phe Val He Ala Leu Gly Ala Phe Leu Cys Gin Val Gly Asp Arg Val 
50 55 60 

Ala Tyr Tyr Leu Ser Tyr Pro His Val Thr Leu Leu Asp Glu Val Ala 
65 70 75 80 

Thr Ser Glu Leu Val Phe Pro Ala Val Thr Phe Cys Asn Thr Asn Ala 
85 90 95 

Val Arg Leu Ser Gin Leu Ser Tyr Pro Asp Leu Leu Tyr Leu Ala Pro 
100 105 HO 

Met Leu Gly Leu Asp Glu Ser Asp Pro Gly Val Pro Leu Ala Pro Pro 
115 120 125 

Gly Pro Glu Ala Phe Ser Gly Glu Pro Phe Asn Leu His Arg Phe Tyr 
130 135 140 

Asn Arg Ser Cys His Arg Leu Glu Asp Met Leu Leu Tyr Cys Ser Tyr 
145 150 155 160 

Cys Gly Gly Pro Cys Gly Pro His Asn Phe Ser Val Val Phe Thr Arg 
165 170 175 

Tyr Gly Lys Cys Tyr Thr Phe Asn Ser Gly Gin Asp Gly Arg Pro Arg 
180 185 190 

Leu Lys Thr Met Lys Gly Gly Thr Gly Asn Gly Leu Glu He Met Leu 
195 200 205 

Asp He Gin Gin Asp Glu Tyr Leu Pro Val Trp Gly Glu Thr Asp Glu 
210 215 220 



4 * 0 



Thr Ser Phe Glu Ala Gly He Lys Val Gin He His Ser Gin Asp Glu 
225 230 235 240 

Pro Pro Phe He Asp Gin Leu Gly Phe Gly Val Ala Pro Gly Phe Gin 
245 250 255 

Thr Phe Val Ser Cys Gin Glu Gin Arg Leu He Tyr Leu Pro Ser Pro 
260 265 270 

Trp Gly Thr Cys Asn Ala Val Thr Met Asp Ser Asp Phe Phe Asp Ser 
275 280 285 

Tyr Ser He Thr Ala Cys Arg He Asp Cys Glu Thr Arg Tyr Leu Val 
290 295 300 

Glu Asn Cys Asn Cys Arg Met Val His Met Pro Gly Asp Ala Pro Tyr 
305 310 315 320 

Cys Thr Pro Glu Gin Tyr Lys Glu Cys Ala Asp Pro Ala Leu Asp Phe 
325 330 335 

Leu Val Glu Lys Asp Gin Glu Tyr Cys Val Cys Glu Met Pro Cys Asn 
340 345 350 



Leu Thr Arg Tyr Gly Lys Glu Leu Ser Met Val Lys He Pro Ser Lys 
355 360 365 

Ala Ser Ala Lys Tyr Leu Ala Lys Lys Phe Asn Lys Ser Glu Gin Tyr 
370 375 380 

He Gly Glu Asn He Leu Val Leu Asp He Phe Phe Glu Val Leu Asn 
385 390 395 400 

Tyr Glu Thr He Glu Gin Lys Lys Ala Tyr Glu He Ala Gly Leu Leu 
405 410 415 

Gly Asp He Gly Gly Gin Met Gly Leu Phe He Gly Ala Ser He Leu 
420 425 430 

Thr Val Leu Glu Leu Phe Asp Tyr Ala Tyr Glu Val He Lys His Arg 
435 440 445 

Leu Cys Arg Arg Gly Lys Cys Gin Lys Glu Ala Lys Arg Ser Ser Ala 
450 455 460 

Asp Lys Gly Val Ala Leu Ser Leu Asp Asp Val Lys Arg His Asn Pro 
465 470 475 480 

Cys Glu Ser Leu Arg Gly His Pro Ala Gly Met Thr Tyr Ala Ala Asn 
485 490 495 



He Leu Pro His His Pro Ala Arg Gly Thr Phe Glu Asp Phe Thr Cys 
500 505 510 



